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Table 1 Primers for amplification of 7 housekeeping genes
of 4 Q OFV N Rsolait& n MLST

BN SIATER 319751 (5'~3")
aroE  aroE-F  GCC TTT GAG GCG ACA GC
aroB-R  TGC AGT TCA (G/A)AA ACA T(A/T)T TCT AA
gdh  gdh-F ATG GAC AAA CCA GC(G/A/T/C) AG(C/T) TT
gdh-R GCT TGA GGT CCC AT(G/A) CT(G/A/TIC) CC

ghi gki-F GGC ATT GGA ATG GGA TCA CC
gki-R TCT CCC GCA GCT GAC AC

recP  recP-F GCC AAC TCA GGT CAT CCA GG
recP-R TGC AAC CGT AGC ATT GTA AC

spi spi-F TTATTC CTC CTG ATT CTG TC

spi-R GTG ATT GGC CAG AAG CGG AA

xpt xpt-F TTA TTA GAA GAG CGC ATC CT
xpt-R AGA TCT GCC TCC TTA AAT AC

ddl ddl-F TGC (C/T)CA AGT TCC TTA TGT GG
ddI-R CAC TGG GT(G/A) AAA CC(A/T) GGC AT
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Figure 1 BioNumerics cluster analysis of STs of
4 QO FV N R@atypé&19A and 19F strains
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