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Abstract :
A16) causing hand foot and mouth disease in Hubei province. Methods The genotype and molecular characteristics of VPI
genes of EV71 and Cox Al6 strains circulating in Hubei from 2014 to 2015 were analyzed. Results The EV71 strains shared
92.3% -100.0% and 97.6% - 100.0% homology respectively in nucleotide and amino acid sequences of VP1 gens. The
Cox Al6 strains shared 92.3% - 100.0% and 96.6% - 100.0% homology respectively in nucleotide and amino acid
sequences of VP1 genes. Phylogenetic analysis indicated that the EV71 strains belonged to sub genotype C4a and the Cox A16

Objective To understand the genetic characteristics of Enterovirus 71 (EV71) and Coxsackievirus A16 ( Cox

strains belonged to sub genotype B1b. Conclusion The genotypes of EV71 and Cox A16 strains in Hubei from 2014 to 2015
were C4a and B1b respectively. The strains’nucleotide and amino acid shared high homology with the strains isolated from
other areas both at home and abroad.
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Table 1 Homology of nucleotide and amino acid sequence of EV71 strains in Hubei with other EV71 strains in VP1 genes

JL K ( GenBank No. ) %Y AT ER IR (% ) IR FEE(% )
Cox A16 G-10 (U05876) Cox Al6 62.5~63.3 71.7 ~72.4
BrCr ( ETU22521) A 80.6 ~82.8 93.6~94.9
0915-MA-87 (AF009549) Cl 87.8 ~89.2 97.6 ~99.3
933V/VNM/2005 ( AM490161 ) C5 85.6 ~86.8 97.6 ~99.0
Chongqing3-09 (GQ994991) Cda 95.5~96.7 98.3 ~100.0
2885-TAI-98 ( AF286512) c2 88.1~89.2 97.6 ~99.3
3254-TA1/1998 ( AF286531) C4b 90.6 ~92.6 98.0~99.3
Fuyangl7.08 (EU703813) Cda 97.0~98.3 98.6 ~100.0
Shenzhen-S742-2014 ( KT4286438) Cda 95.5~99.3 98.0~99.7
BJ08-Z011 (FJ606448 ) C4a 96.0 ~98.3 99.0 ~100.0
SHZH98/CHN/1998 ( AF302996) C4b 89.9 ~91.9 96.0~97.3
SH12-276-2012 ( KC570453) Cda 95.2~96.3 98.7 ~100.0
Ningbo-2010 (JN001860) Cda 96.6 ~97.9 98.7 ~100.0
419-GD-2009 (JF519698) C4a 96.4 ~97.8 98.3 ~100.0
KOR-EV-71-06 (AY125970) C3 86.9 ~88.0 97.4~99.0
Jiangsu07. 08 (£j600325) Cda 95.2~96.4 98.0~99.0
Henan10-08 (GU366191) Cda 95.8~97.3 98.3~99.3
Zhejiang08 ( EU864507) Cda 94.8 ~97.2 98.3~99.7
N-905 ( JN204037) D 69.6 ~71.4 81.8 ~83.2
1413-CA-87 ( AF009527) B 82.9~84.6 95.6 ~97.0
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B2 87.2 ~91.2 97.0 ~100.0
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Figure 1 Phylogenetic tree of EV71 in VP1 genes
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Figure 2 Phylogenetic tree of Cox A16 in VP1 genes
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